Genetic data concerning the problem of differentiation of Northern Mongoloids, American Indians and Caucasoids in the northern territory of Eurasia.
Basing on the frequencies of 28 alleles of 12 polymorphic loci of blood groups, serum proteins and red cell enzymes the matrix of genetic distances between 11 populations of Europe, Asia and America was calculated. This matrix and the dendrogram based on it permitted to suggest that the region of South Siberia and the neighbouring regions of Central Asia was the place, where the paleolithic populations were divided into the ancestors of the Northern Mongoloids, Caucasoids and American Indians. The published data concerning the human mtDNA polymorphisms support the hypothesis of the author.